XN World Health »r og o L
¥ Organization Unltald KN cv /
’ MEDECINS
European Region SAVE LIVES FASTER TBIPLUS O) SANS FRONTIERES
PEMMOHANNbHbLIA CEMUHAP MO BOMPOCY YCKOPEHHOIO BHEAPEHUA

PYKOBOACTBA BO3 MO NMPOPUITAKTUKE N ONATHOCTUKE TYBEPKYIIE3A U NEYEHUIO
TYBEPKYJE3A C IEKAPCTBEHHOW YCTOVWYMBOCTbLIO (JTY-TB)

REGIONAL WORKSHOP ON ACCELERATED IMPLEMENTATION OF WHO GUIDELINES
ON TB PREVENTION, DIAGNOSIS, AND DRUG-RESISTANT TB (DR-TB) TREATMENT



UsmeHeHus B cTtpaTteruu BO3:
LLeA€eBO€e CEKBEHUPOBAHME
HOBOIO NMOKOAEHMUS

KOMnAEeKCHbIe pelueHUs AAS
BbisBA€HUA AY-Tb

CemuHap EPb BO3 no nAGHUpPOBAHMUIO
YCKOPEHHOU peaAu3aLLmMm HOBbIX cTpaTterum BO3

AAmaTbl, 28-30 anpeas 2025r.

Patricia Hall-Eidson
Alexei Korobitsyn

Fpynna no AMArHocTuke,
F'Ao6aAbHasA nporpamma no 6opbbe ¢ Tb



CEKBEHMpOBaHMe HOBOIo NOKo/s1eHunA

PekomeHpauuun BO3 no ncnosnb3oBaHUIO LLeneBoro
ceKBeHupoBaHuA HoBoro nokoneHua (uCHM) ana
annaHaAa3opa

HepaBHAA 1 roToBALLAACA K NPUHATUIO CTPATErnm
BO3 no ucnonb3osaHuto uCHIM agna
KNIMHUYECKOro BeaeHnA NaulmMeHToB

Cnepylowime warm u pecypcbl
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CeKkBeHMpPOBaHME
HOBOTO NOKONEHWA
O630p



CekBeHupoBaHue HoBoro nokoJsieHus (CHIM): 0630p

CeKeeHuposaHue — 3smo n1abopamopHas npoyeodypa, Komopas onpeoeandem
nocsedosamesibHOCMb HyKneomuoos 8 eceHome (PHK unu [JHK) opeaHu3zma.

CekeeHupoeaHue HOB020 MOKO/EHUSA — 5MO 8bICOKOMPOU3800UMesbHbIU Memoo
CEeK8EHUPOBAHUS, UCMOAb3yeMbil 018 orpedeneHus HyKneomuoHouU
rnocsedo8amesibHOCMuU 2eHOMa 8 00HOU buoxumu4ecKol peaxkyuu.
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UN Stop TB Partnership Global Laboratory Initiative Sequencing FAQ
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https://www.stoptb.org/sites/default/files/imported/document/gli_sequencing_faqs_0.pdf

NMonHoreHomHoe u yenesoe CHI

Mtb
4.4 Mb
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NonHoreHomHoe ceKkBeHnpoaHue (MIC)

Nccnepyet BeCcb reHOM \
Hanbonee KomnieKcHbI noaxon,

MeHbluas ryburHa (MeHblLe NPOYTEHUN B KaXKA0N TOYKE reHOMa)

TpebyeTca kynbTypa Th, uTo NpUBOAUT K BoNlee ANNTENBHOMY CPOKY BbINONHEHUSA
Bonblie gaHHbIX, YTO NO3BOAIAET NPOBOAMUTL H0O/lee NONHOE CPaBHEHME LUTAMMOB,
nonesHbIx 4NN Lenen anmaHaasopa J

Llenesoe CHI

\

HaueneHo Ha onpeaeneHHble 061acTM reHOMAa, KOTOPbIEe COAEpPKaT MyTaLuK, cBasaHHble ¢ J1Y-Tb
MoOXHO a4anTMpoBaTb K HOBbIM reHam nyTem A06aBfeHMA HOBbIX NpaliMepoB

Bonbluas rnyburHa (6onblue NPOYTEHUIM B KaXKa0M TOUKe reHoma)

Bonee bbicTpoe Bpems BbINONHEHUA C UCMONb30BaHUEM NEPBUYHBIX KNIMHUYECKUX 06pa3LoB
(MOKpOTbI), NoNE3HbIX ANA Leneit KAMHUYECKON NoOMOLLN

MeHbLue AaHHbIX, YTO yMeHbllaeT 06bem HE0BX0AMMOro XPaHWIULLLA U aHAIUTUYECKON eMKOCTH /
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XpoHonorus Bbixoga nyéamnkauum BO3, oTHocawmxca kK CHIM
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PekomeHaauumn BO3 no
ncrnonb3oBaHuto uenesoro CHIT
(LCHIM) ona AMarHOCTUKK
JIEKApCTBEHHO-YCTOMHYMNBOIO
TybepKynesa



PekomeHpaLuu no ucnosibzosaHuio uenesoro CHM
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HoBblii Knacc gnarHoctuku Th: uenesoe CeKBeHupoBaHue HOBOro
NOKOJ1eHUA

Mcnonb3yeT MmaccMBHOe napasiie/ibHoe CeKBEHMPOBaHWE A1S BbIABNEHUSA
YCTOMYMBOCTM K NPOTUBOTYDOEPKYNE3HBIM NPenapaTam, HauymHas ¢
06paboTaHHOro KAMHMYECKOTO 06pa3La M 3aKaH4YMBas OTYETOM AJ19 KOHEYHOro
nosib30BaTess, B KOTOPOM 06HapyKeHHble myTaumu Mycobacterium tuberculosis
CBA3bIBAOTCA C Ha/IMuMeM (MIM OTCYTCTBMEM) YCTOMYMBOCTM K Npenapatam Ha
OCHOBE UHTepnpeTaLmm CTaHAAPTHOrO KaTaiora MyTaLuii.

HuKe nepeyncaeHbl NPOAYKTbl M NpenapaTsl, 4158 KOTOPbIX COOTBETCTBYOLLME
AaHHble 0TBEYaloT KpuTepmnam apPeKTMBHOCTU HAa OCHOBE K/lacca:

Deeplex® Myc-TB (Genoscreen, ®paHuma): pudaMnuLmMH, ©3oHMasna,
nupasnHammz, 3TamobyTon, GTopxXMHONOHbI, 6efaKBUAWH, TUHE3ONNA,
KN0dasnMMH, aMUKALMH U CTPENTOMULUH

AmPORE-TB® (Oxford Nanopore Diagnostics, Bennkobputanua): pudbamnuumH,
N30HMa3na, GTOPXMHONOHDI, IMHE30ANA, aMUKALMH U CTPENTOMULUH

TBseq® (Hangzhou ShengTing Medical Technology Co., Kutait): sTambyTon




MeTtog uCHI okasancsa TouHbIM gnsA o6Hapy)xeHusa /1Y-Tb

Table 2.3.6. The accuracy and certainty of evidence of targeted NGS for the
detection of resistance to anti-TB drugs among bacteriologically confirmed

Cpep,u mop,eﬁ C 6aKTepuonoruuecxu noATsepXAeHHbIM ierovyHbim Th rifampicin-resistant pulmonary T8
TouHbIi METO A/ BCEX OLICHMBAEMbIX TPENapaTOs. T
@ Isoniazid Phenotypic DST Se:96.5(93.8-99.2) 12 (1440) High
CyMmapHas 4yBCTBUTE/IbHOCTb = 95% ans pudpamnuumHa, MU30HWA3NAA, PhenotypicDST S 958018.098)  126517) High
MoKcudnokcaumHa u aTambytona, 94% ana nesodiokcaumHa n 88% ana Levofloxacin PhenotypicDST _ Se:958(90.4-100)  6(654)  Moderate
nnupasnHammaa. Phenotypic DST  5p: 96.0(93.1-98.9)  7(913) High
3 Moxifloxacin Phenotypic DST ~ 5e:96.5(93.6-99.5) 6(652) High
CneumnduruHocTb cocTaBuna = 96% A4 Bcex NpenapaTos. HheroypicDST  SOS2(010094)  B21) g
Pyrazinamide Phenotypic Se: 90.0(86.8-93.2) 3(348) High
DST+WGES
Cpeam nuny, c 6akTepnonoruyecku NOATBEPKAEHHbIM erodHbim Tb, yCTOMYUBbBIM K ectple | SEoREDEEND | 3G o
pudamnuumHy (Tabaunua) DSTHWGS
Bedaquiline Phenotypic DST  Se: 67.9(42.6-93.2) 3(31) Low
ToYHbIV MeToZ A1A U30HMA3Maa, NeBodaoKcaumHa, MOKCUdNOKCaLMHA, TMPasMHammnaa Phenotypic DT $p97.0(943.097)  4(519) High
M 3TambyToN1a (CyMMapHasa YyBCTBUTENbHOCTb = 95%; BblAENEHO KEeNTbIM LLBETOM B Linezolid PhenotypicDST  SEIEBOGETSSH)  4G1) Low
Tabanue). Phenotypic DST  Sp: 99.8(99.6-100) 6 (1093) High
Mpuemnem ana 6eaaksunuHa (68%), nnHesonnaa (69%), knodasumuHa (70%), Clofazimine PhenotypicDST SSHUMISAERION) <G Lo
o ® Phenotypic DST  Sp: 96.3(93.2-99.3) 6 (789) High
amMUKaumHa (87%) n nupasnHammaa (90%) (BblaeneHo opaHKeBbIM LBETOM B Tabaunue).
Amikacin Phenotypic DST Se: 87.4 (74.5-100) 5(115) Very low
CneundunyHocTb cocTaBuaa = 95% a1a BCcex NpenapaTos, 33 UCKIOYEHUEM Phenotypic DST  Sp:99.0(98.4-99.6)  8(1003)  Moderate
cTpenToMUuUUnHa (75%). Ethambutol Phenotypic Se: 96.7(95.0-98.4)  4(431) Moderate
DET+WGES
Phenotypic Sp: 98.4(96.1-100) 4(123) Moderate
~ [ DST+WGES
9KoHOMMYECKU 3P PEeKTUBHbDIA B 3aBUCUMOCTU OT YCI0BUIA U KOHTEKCTA :
Streptomycin Phenotypic DST Se: 98.1(96.1-100) 5(493) High
Mpuemnembiit U peannsyemblii, HECMOTPSA HA NPUCYLLYIO C/IOXKHOCTb Phenotypic DST  Sp: 75.0(595-80.5)  5(250) Low
CI: confidence interval; DST: drug susceptibility testing; NGS: i usncing; Se: itivity; Sp: specificity;
TR tubarrulncic WES whala nennms cannancinn
o
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https://www.who.int/publications/i/item/9789240076372

PeKomeHaauuun no ucnosb3oBaHuio yenesoro CHI, 2023 r.

Recommendations

1. In people with bacteriologically confirmed pulmonary TE disease, targeted next- 2. Inpeople with bactericlogically confirmed rifampicin-resistant pulmonary TB disease,
targeted NGS technologies may be used on respiratory samples to diagnose resistance
to isoniazid, fluoroguinclones, bedaquiline, linezolid, clofazimine, pyrazinamide,
ethambutol, amikacin and streptomycin rather than culture-based phenotypic drug
susceptibility testing.

(Conditional recommendation, certainty of evidence high [isoniazid,
flusroquinolones and pyrazinamide] moderate [ethambutol], low [bedaguiline,
linezolid, clofazimine and streptomycin, very low [amikacin])

generation sequencing technologies may be used on respiratory samples to
diagnose resistance to rifampicin, isoniazid, fluoroquinolones, pyrazinamide and
ethambutol rather than culture-based phenotypic drug susceptibility testing.
(Conditional recommendation, certainty of evidence moderate [isoniazid and
pyrazinamide] low [rifampicin, fluocroquinolones and ethambutol])

Remarks

+ Priority should be assigned to those at higher risk of resistance to first-line treatment Remarks

medications, including individuals who:

— continue to be smear or culture positive after 2 or more months of treatment, or experience
treatment failure;

— have previously had TB treatment,

— are in contact with a person known to have resistance to TB drugs; or

— reside in settings or belong to subgroups where there is a high probability of resistance to
either rifampicin, isoniazid or fluoroguinolone (used in new shorter regimens), or where
there is a high prevalence of M. tuberculosis strains harbouring mutations not detected
by other rapid molecular tests.

This recommendation is conditional because of the lack of data on health benefits, the

variable certainty of evidence on diagnostic accuracy, and the fact that accuracy is suboptimal

for certain drugs. In addition, because this is a new technology that has not yet been widely

implemented, there is still limited and variable evidence on costs, cost—effectiveness and

feasibility of implementation.
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+ Priority should be given to those at a higher risk of resistance to medications used for the
treatment of RR-TB, including individuals who:

— continue to be smear or culture positive after 2 months or more of treatment or have
experienced treatmient failure;

— have previously had TB treatment, including with the new and repurposed drugs;

— are in contact with a person known to have resistance to TB drugs, including the new
and repurposed drugs; or

— have pre-XDR-TB with resistance to flucroguinolones.

+ As above, this recommendation is conditional because of the lack of data on health benefits,
the variable certainty of evidence on diagnostic accuracy, the fact that accuracy is suboptimal
far certain drugs, and limited and variable evidence on costs, cost-effectiveness and feasibility
of implementation.




Coobpa)xxeHus B oTHowWeHUn BHegpeHusa LCHIM

* TexHonornn yenesoro CHI1 He 3aMeHAIOT CyLLeCTBYIOLME SKCNpPecc-TecTbl, KOTopble
6onee gocTynHbl U yO060MCNONHUMbI 415 BbIABNEHUA YCTOMUYMBOCTU K
pudamnuumnHy, N3oHnasnay u GTopxXxmMHO/IOHAM.

* OpgHako ecam yenesoe CHIM MOXHO BbIMONHUTL BbICTPO, €r0 MOXHO pPacCMaTpPMBaTb KakK
a/ibTEPHATUBHbLIN HAaYa/IbHbIN BAPUAHT ANA NMPUNOPUTETHDLIX rpynn HaceneHumsA.

* [lpnopuTeT cnenyeTt oTaaBaTb 06pa3uam C BbICOKOU 6aKTepunanbHOW HarpysKowm,
onpeaenaemon no pesyibTaTam NePBOHaAYaIbHbIX BAKTEPMONOTMYECKMX TECTOB
(HanpMmep, NONYKOINYECTBEHHAA OLLEHKA BbICOKas/cpeaHAs UM NONOXKUTENbHbIE
No masKy obpa3supl).

* Mpw HMU3KOM BaKkTepuanbHOM HarpysKke (HanpMmep, NONYKONMYECTBEHHAA OLEHKa
HVI3KaF|/Ol-IEHb HM3KaFI/C}'Ie,CIIOBaf-| NN OTPULATE/IbHbIE MO MA3KY O6paSLI,bI), NMOoKa3aTe/lb

HeonpeaeneHHbIX pe3ynbTaToB, BEPOATHO, byaeT Bblwe, 1 B Nt06OM cnydae MoXKeT
notpeboBaTbcA NnposeaeHne T/14 Ha OCHOBE Ky/1bTypabHbIX METOLOB.
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CoobpaxxeHus B otHoweHum uCHN gna BDQ, CFZ, LZD

»  TocKonbKy YyBcTBMTENbHOCTL LCHI Ana onpeaeneHna yCTOMUMBOCTM K 6eAaKBUANHY, IMHE30ANAY U KNodasMMUHY ABAAETCA
cy6onTMManbHOM, cneayeT TakKe NpoBoanTb GeHoTunmyeckoe T/14.,
»  Tpw nHTepnpeTtauumn pesynbtatos Lesnesoro CHI ans sTux npenapaTtos BaXHO y4MTbiBaTb NPEATECTOBYIO BEPOATHOCTb (HaMumsa
3abonesaHus 40 NpoBeAeHMsA aHau3a).
* EC/M pUCK YCTOMUYMBOCTU HU3KUIA, 17 BbIGOPA Tepanum MoXKHO UCNONb30BaTb Pe3y/ibTaTbl TECTa Ha YYBCTBUTE/IbHOCTb
* ECAu puCK YyCTOMUMBOCTU BbICOKUM, 418 BbiBOpa Tepanuu cieayeT UCNONb30BaTb KaK pe3y/ibTaTbl TECTa Ha YYBCTBUTE/IbHOCTD, TaK U
pe3y/nbTaTbl TECTa Ha YCTOMYMBOCTb COBMECTHO ¢ T/14

Should BDQ be used to diagnose DR-TB in patients with RR-TB?

—

(patients |ncorrectly classified as
having drug resistance to

bedaquiline (BDQ) (pDST))

Sensitivity 0.68 (95% Cl: 0.43 to 0.93)
Prevalences 1%
Specificity 0.97 (95% Cl: 0.94 to 1.00)
Effect per 1,000 patients tested
= test test etest
Outcome studies (M pre-te pre-te: pr
Hwu3kasna npearecroBsad BEPOATHOCTb of patients) ~ probability probabilty  probability
of1% of3% of5%
OTpuuaTenbHaaA NPOrHoCTMYeCcKasn
True positives. 3studies T(4to9) | 20(13t0 34 (221047)
LEeHHOCTb XopoLwlan (patients with drug resistance to 31 patients: 28)

bedaquiline (BDQ) (pDST))

P—
False negatives 3(1toB) R10(2to 16 (3 to 28)

BbicOKasa npearecroBas (patients incorrectly classified as 17)
nat having drug resistance to
BEpPOATHOCTb bedaquiline (BDQ) (pDST))
True negatives 4 studies 960 (931 941(912 | 922(893to
I'Iono»(meanaﬂ I'IpOI'HOCTW-IeCKaFI (patients without drug resistance 519 to 990) to 970) a50)
LEeHHOCTb Xopollasn to bedaquiline (BDQ) (pDST)) patients

M——
False 30 (0to 29 (0to 28 (0 to 57)

59) 58)

* Puck ycmoliyusocmu oyeHuU8aemcs Ha ocHoge npeduiecmayrouje2o npuema npernapama, pacnpocmpaHeHHocmu ycmolivueocmu K BDQ abiwe unu Huxce 5%
8 ronyaAayuu u ucmopuu KoHmakma ¢ BDQ-R.
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ONT AmPORE-TB Reagent Kit

ABL Diagnostics SA DeepChek Assay 13-Plex KB
Drug Susceptibility Testing Kit
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[JocTtmkeHna B obnactm texHonornii uCHM: ogHo
obHoOB/IEHHOE NpOorpaMmHoe obecnevyeHue gna
MHTepnpeTaumm pesynbratos yctonumsoct (ONT AmPORE-TB)
M OAQMH HOBbI Habop AaHHbIX AnA obecnevyeHuns
AnarHoctnyeckon TouHocTu (ABL Diagnostics SA DeepChek
Assay 13-Plex KB).

B 2024 r. rogy 6bin onyb6AMKOBAH OTKPbITbIN U agpeCHbIN
NPU3bIB K NPeAoCTaBNeHNIO GaKTUYECKUX AaHHbIX, @ B 2025 T.
6b1n 3aBepLeH 0630p cobpaHHbIX GPaKTUYECKUX AaHHbIX N5
npoBeaeHNA OLEHKN TeXHUYECKOM KOHCYNbTAaTUBHOW rPyMnmnou.

Bbln OUEeHEHbI TEXHONOTMWN ANA BbIABNEHUA YCTONUYMBOCTU K
npenapaTtam NepsBoro psaga cpegm nogemn ¢
H6aKkTepmnonormyeckm noaTeBepKaeHHbIM Tb 1 ycTOMYMBOCTH B
npenapatam BTOPOro pAaaa cpegu ntogen ¢ Tb, ycTonumebim K
pudamnumumHy.
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Mpenapart | 3TanoHHbIN AmPORE-TB (ONT) LCHIM BHYTPUKAACCOBDIN

EYCE cosT
sm [

85.4% [81.7-88.6]
88.0% [84.5-91.0]

98.6% [96.1-99.7]
85.1% [77.2-91.1]

96.7% [95.0-98.4]
98.1% [96.1-100]

[Ta]
S -
5 = SISRASEE (679 naumneHTOB) (coBOKynHO Ha npenapar)
g 3 CeuydnuHocTs [95% V] Ceumdnurocts [95% V]
§ z 94.6% [92.3-96.3] 98.3% [93.9-99.8] 93.1% [87.0-99.2] 96.2% [88.6-100]
g % 95.3% [93.0-96.9] 97.3% [93.1-99.2] 95.8% [92.8-98.7] 97.0% [95.1-98.9]
g_ o 95.4% [92.4-97.5] 96.4% [93.9-98.1] 95.6% [92.4-98.7] 96.3% [93.2-99.5]
|1.'|_) g 94.8% [91.6-97.0] 96.1% [93.5-97.9] 94.2% [88.4-99.9] 96.2% [93.4-98.9]
% g: 91.1% [87.7-93.9] 98.4% [95.9-99.6] 88.4% [85.2-91.7] 98.5% [97.1-100]
w c 84.7% [81.0-87.9] 98.6% [96.1-99.7] 95.8%[94.-0-97.6] 99.3% [98.2-100]

INH  |pDST  [96.0% [93.8-97.5 97.7% [87.7-99.9 96.5% [93.8-99.2 95.8% [91.8-99.8

- LG pDST 96.7% [94.0-98.4] 95.4% [91.9-97.7] 96.5% [93.6-99.5] 95.2% [91.0-99.4]
3 I [3800 pDsT 97.0% [94.3-97.0] 95.0% [91.4-97.4] 95.8% [90.4-100] 96.0% [93.1-98.9]
2 X 27N cDsT 92.1% [87.7-94.7] 98.1% [94.6-99.6] 90.0% [86.8-93.2] 98.6% [96.8-100]
Z c G pDST 73.5% [55.6-87.1] 97.2% [95.3-98.5] 67.9% [42.6-93.2] 97.0% [94.3-99.7]
© & [FLN pDsT 77.8% [52.4-93.6] 99.6% [98.6-100] 68.9% [38.7-99.1] 99.8% [99.6-100]
S € pDST 68.8% [50.0-83.9] 97.4% [95.6-98.6] 70.4% [34.6-100] 96.3% [93.2-99.3]
n < pDST 87.9% [76.7-95.0%) 99.0% [97.6-99.7] 87.4% [74.5-100] 99.0% [98.4-99.6]
- x

98.4% [96.1-100]
75.0% [59.5-90.5]

pDST = peHomunu4yeckoe mecmuposaHue nekapcmeeHHol YyecmaumenoHocmu, pDST = KOMOUHUPOBAHHOE &"
.“ World Health gheHomMunu4YecKoe U rnosHo2eHOMHOe mecmuposaHue nekapcmeeHHol YyscmaumenosHocmu =E;§;B§
(%) trganization y ey
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ABL Diagnostics SA DeepChek Assay 13-Plex KB
Drug Susceptibility Testing Kit
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» 2ddeKkTMBHOCTb TexHonormm AmPORE-TB conoctaBuma ¢ 3pPeKTUBHOCTbIO APYruX
pekomeHA0BaHHbIX BO3 TexHonoruii LCHIM gnAa BbiABAEHMA YCTOMYNBOCTY K:

v/ npenapaTtam Nepsoro paga — pudamnuLmMH, M3oHUasna, GTOPXMHONOHBI 1
nnpasnHamuma — cpeaun mo,a.eﬁ C 6aKTepMOJ10er-IeCKM noagTBepPXAeHHbIM
NeroyHbim Tb

V' u3oHuasnay, pTopxmHoNnoHam, 6eakBUNNHY, TMHE30MAY, KNodhasUMUHY,
nupasnHammay, aMmMKauuHy 1 CTpenToMUUUHY cpeaun nogeii ¢ T6,
YCTONYUBBLIM K prdamMmnuumnHy

» DPPEKTUBHOCTb TEXHO/IOTMM TECTUPOBAHMUA Ha NEKAPCTBEHHYIO YyBCTBUTE/NIbHOCTb
DeepChek Assay 13-Plex KB He moxeT 6biTb a,eKBaTHO CONOCTaB/IeHa C
3pPeKTMBHOCTbIO peKomeHA0BaHHbIX BO3 TexHonoruii uCHIM ana BbisBAEHUA
NIeKapCTBEHHOM YCTOMUYMBOCTM Y Ntoae ¢ 6aKTepnonornyeckm NoaTBePKAEHHbIM
neroyHbim TB € yCTOMUYMBOCTbIO K pudamnuumnHy nnm 6es Hee.

» PexkomeHgaumm BO3 no ncnonbsosaHuio LCHI aeicTBuTenbHbI 4158 TEXHONOMMK
AmPORE-TB (ONT), KoTopas Tenepb COOTBETCTBYET KpUTepmnam 3pPeKTMBHOCTM Ha
OCHOBE KJlacca AN BbIABNEHMA YCTOMUYMBOCTU K TPEM AONO/HUTENbHbIM
npenaparam (nupasnHamuay, 6ea4akBUANHY U KNobasUMUHY).
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Fig. 4.5. New Algorithm 3a: DST for MDR/RR-TB using targeted NGS

(freat with all oral MDR-TE regimen If eligible)
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Collect 1 or 2 specimens®
Conduct fargeted NGS-based DST®
Conduct culture and phenctyplc DSTfor second-line drugs®

[ All persons with MDR/RR-TB® ]

[Q Targeted NGS-based DST ]

)
[ Resulis for BD@, FQ, 17D and other drugs Indeterminate
Review freatment regimen based Continue treatment regimen Review ireatment regimen based

on DST results and modify regimen on DST resulfs®
as described In Table 4.3.1° Consider repeating fargeted NGS DST
Conduct additional DSTin

Conduct addlticnal DSTIn Conduct additional DST In g o s
accordance with national accordance with national guidelnes’
guidelines’ guldelines”

Review ireaiment regimen based

Review freatment regimen based on on addifional DST results

Review freatment regimen based
additional DST resulls
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Investigate any posltive culture recovered during treatment monitoring that
Is suggestive of retreatment fallure®
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WA7 Information sheet: GenoScreen
Deeplex Myc-TB test
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WARB Information sheet: AmPORE TB
Oxford Nanopore Diagnostics test
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WAS Information sheet: Hangzhou
ShengTing Medical Technology Co.




Pe3siome 1 AanbHenLwme warm

O /1Ba HOBbIX KOMMNEKCHbIX pelleHuns LCHIM, pekomeHaoBaHHble BO3
AnA BblABNeHuA Tb, ycToMYMBOro B NnpenapaTtam Nepsoro u BTOporo
pAaaa.

O TloToBAwmMIicA K nybanKaumm B 2025 r. npakTuyecknit cnpaBovHuK BO3

no AmarHoctuke Tb byaeT coaeprkaTb NONOKEHMUA O HOBbIX
TEXHOJIOMMAX N COOTBETCTBYIOLLME OTYETHI.

Q OXunpgaetca, 4to nporpecc B NOHMMaHNUN MONERYNTAPHbIX
MEeXaHN3MOB, CBA3adHHbLIX C YCTOI\/JI‘-II/IBOCTbI-O, CO BpeMeHEM ynyyuwunT

3pPEKTUBHOCTb TEXHONOTMN, 0OHOBAEHMA ByayT NPOXoAnTb NPOBEPKY
n oueHky BO3.

Heobxogmmo 6onblue pakTUYecKux AaHHbIX O HOBbIX NMpenaparax
n BAnAHNKU uenesoro CHIM Ha 3HaYmMmble ncxoabl NAUUEHTOB.

[JononHutenbHble byaywimne pecypcbl: Katanor mytauun sepcum 3,
3N1eKTPOHHbIN Kypc no yCHI Akagemun BO3, pa3paboTKa npouecca
npegksanudpukaummn BO3 ana knacca yCHII

https://extranet.who.int/tbknowledge
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