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+» Country asking for sequencing TA
* Sequencer already ordered and delivered
*» Request of technical assistance

 What is the vision?

* What is the goal?

* What are the capacities in place?
* What are the missing capacities?
* What are the needs?

- thorough needs assessment
- thorough capacity assessment
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Sequencing Strategy Development Tool
From a Robust Strategy to Integrated & Sustainable Implementation

* In-depth analysis of the goals, existing as well
as necessary capacities including
infrastructure, supply chains, and other
critical components with integration and
sustainability in focus.

* The tool will help countries to identify their
current needs and available resources

* Facilitate customized assistance throughout
the sequencing implementation process.
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Overview of the tool

% World .Hf.‘allth European Laboratory Initiative
Organization (ELI) 2024

. Eorope NGS Strategy Development Tool

From a Robust Needs and Capacity Assessment to Integrated and Sustainable NG S Implementation

Implementation of genome sequencing requires a robust strategy based on thorough and solid needs and capacity
assezzment dats including the infrastructure basis, supply chains and many other critical components. This tool sims to
map the needs and available capacities, as well as to point out the competencies that have to be developed in order to
implement the suitable NGS5 technology to meet the countries goals, visions and needs. Altogether the information thatcan
be collected using this comprehensive tool will 2llow a tailored support for the NGE implementation process.

Quick Links: Assessment Sections:
L. Basic guestions
Il Stakeholders
lll. Funding
IV, Diagnostics purpose
V. Surveillance purpose
V1. Necessities of Infrastructure
Vil HR capacity
VIl Technical capacities
I¥. Sequencer and [T c ities
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Overview of the tool
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**Incorporation of all feedbacks received
**Finalization of the first pilot project
¢ Draft the user manual and manuscript

*¢*Publish the tool
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Thank you for
your attention

For questions please contact:

ehsanis@wholint
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